Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.129; data-to-parameter ratio = 17.5.
In the title compound, C 13 H 8 ClF 4 N, the dihedral angle between the benzene and pyridine rings is 59.8 (3) . In the crystal, molecules are stacked in columns along the b axis through weak C-HÁ Á Á interactions.
Related literature
For the biological activity of pyridine derivatives, see: Patrick & Kinsmar (1996) ; Hishmat et al. (1990) ; Doshi et al. (1999) ; Bhatt et al. (2001) . 
Experimental

Crystal data
Data collection
Bruker APEXII CCD area-detector diffractometer 11077 measured reflections 3033 independent reflections 2116 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.129 S = 1.01 3033 reflections 173 parameters H-atom parameters constrained Á max = 0.23 e Å À3 Á min = À0.30 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the N1/C8-C12 ring.
Symmetry code: (i) x; y þ 1; z.
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: SHELXL97. 
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Comment
Pyridine derivatives of different heterocyclic nucleus have shown potent pharmacological properties like antifungal (Patrick & Kinsmar, 1996) , antitubercular (Hishmat et al., 1990) and antibacterial (Doshi et al., 1999; Bhatt et al., 2001) .
Keeping in view of the biological importance of this class of compound, we synthesized the title compound to study its X-ray crystal structure.
In the title compound, the dihedral angle between the least square planes through the benzene ring and the pyridine ring is 59.8 (3)°. In the absence of hydrogen bonds, the structure is stabilized by a weak intermolecular C-H···π interaction (Table 1) .
Experimental 2-Methyl-3-fluoropiridine-6-boromic acid (8.4 mmol) was taken in a mixture of dioxane (20 ml) and water (5 ml) at RT undernitrogen atmosphere. The reaction mixture was degassed with argon for 10 min, and K 2 CO 3 (23.1 mmol) and dichlorobis(triphenylphosphene)-palladium(II) (0.231 mmol) were added and again degassed for 10 min. 2-Bromo-5chlorobenzotrifluoride (7.7 mmol) was added and then reaction mixture was heated to 100 °C for 1 h (reaction was monitored by TLC), and the reaction mass was cooled to RT, diluted with ethyl acetate, filtered over celite, and washed with ethyl acetate. The filtrate was washed with water and brine, and the ethyl acetate layer was dried with anhydrous Na 2 SO 4 and concentrated. The crude product was purified by tritulating with petroleum ether. Single crystals of the title compound used for X-ray diffraction studies were obtained from slow evaporation of the solution of the compound in petroleum ether-ethyl acetate mixture (1:1).
Refinement
The H atoms were positioned with idealized geometry (C-H = 0.93-0.96 Å) using a riding model with U iso (H) = 1.2 or 1.5U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.83131 (5) 0.3848 (2) 
